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Abstract: Objective: To explore the possible target and mechanism of mulberry twig in the treatment of hyperuricemia
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(HUA). Methods: Batman-TCM, TCMSP, PubMed, CNKI databases were used to obtain components of mulberry twig,
component-related targets were collected through SwissTargetPrediction and PharmMapper online analysis platform. HUA
targets were collected through GeneCards and OMIM databases. The intersection of disease targets and component targets
was taken to obtain shared targets, protein interaction networks were constructed using the STRING database and the
Cytoscape software, the compound-target-pathway network was constructed by Cytoscape software. The GO and KEGG
enrichment analysis were performed using the DAVID database. Molecular docking was used to verify the results. Results:
A total of 45 active components of mulberry twig, which corresponding to 620 targets, 1277 related disease targets of HUA,
128 intersecting targets for active components and HUA were screened out. After topological analysis, there were 13 core
targets including VEGFA, SRC, PIK3CA, MAPK1, IL6, TNF, etc. And 10 active components including Luteolin, Quercetin,
Cyclomulberrochromene, Moracin M, Morin, Kaempferol, Isorhamnetin, etc. 295 GO entries (P<0.01) and 78 KEGG
(P<0.01) signal pathways were obtained by enrichment analyses. Among them, there are 212 biological processes (BP),
which mainly included positive regulation of cell proliferation and negative regulation of apoptosis processes, 31 cell
composition (CC), with targets mainly located in the plasma membrane and cytoplasm, molecular functions (MF) 52 in
total, mainly related to protein binding, ATP binding, etc. KEGG enrichment analysis mainly involved such signaling
pathways as Cancer, TNF, TRP and Toll-like receptor. Molecular docking revealed a good binding activity of the main
active components to the core targets. Conclusions: This study preliminarily showed that the treatment of HUA with
mulberry twig had the characteristics of multi-component, multi-target and multi-signal pathway, which provided a
scientific basis for further study on the molecular mechanism of the treatment of HUA with the potential active components

of mulberry twig.
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Table 1 Potential active components of mulberry twig
45 CASH 7% hC#

1 520-18-3 Kaempferol TP S

2 480-16-0 Morin FOFE

3 548-30-1 Oxysanguinarine AUk AR

4 53846-50-7  8-Prenylnaringenin 8-S M A e 2%
5 73343-42-7 Albanin A —

6  73343-43-8 Albanin C —

7 552-58-9 Eriodictyol A

8 — Euchrenone-a7 —

9  480-19-3 Isorhamnetin FREER

10 137832-27-0 Kenusanone A —

11 62949-77-3 Kuwanon A FETA

12 67172-84-3 Kuwanon D FHWD

13 68401-05-8 Kuwanon E FHEHE

14 71344-07-5 Kuwanon F MR

15 56317-21-6 Moracin M REEM

16 123702-97-6 Moracin O FFEHO

17 — Morusignin L —

18 62949-93-3 Morusinol FAR S

19 62393-99-1 Mulberranol B7EJENi
20 480-41-1 Naringenin i) %
21 29700-22-9 Oxyresveratrol AL R
22 99-50-3 Protocatechuic acid JRLASTR
23 202526-51-0 Sanggenol F FIREEF
24 480-18-2 Taxifolin TR R
25 480-20-6 Aromadendrin BRI
26 69065-16-3  4'-Prenyloxyresveratrol  4-57 MR BE 2L P
27 73-24-5 Adenine JIRIEERS
28 2271-08-1 Cularicine TR PE
29 19275-51-5 Cyclomulberrin WER

30 62596-34-3 Cyclomulberrochromene WO

31 480-20-6 Dihydrokaempferol FRER(CALZED)
32 18422-83-8 Dihydromorin ZHERER

33 5289-74-7 Ecdysterone 58z 5
34 491-70-3 Luteolin PNZE N
35 519-34-6 Maclurin 2,3'4,4',6- T BRIk IR
36 67259-16-9 Moracin B FEHEB
37 62596-29-6  Mulberrochromene F¥E
38 68978-04-1 Mulberrofuran A EURETN
39 552-41-0 Paeonol T} BBy
40 109-52-4 Pentanic Acid 2
41 65914-17-2 Piceid 2
42 117-39-5 Quercetin Wi %
43 92-61-5 Scopoletin ARE AR
44 535-83-1 Trigonelline W L
45 93356 Umbelliferone T-HREFE R
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